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<110> 



APPLICANT : Meyers 
MacBeth, Kyle J. 



Rachel A. 



7 <120> TITLE OF INVENTION: 14094, A NOVEL TRYPSIN FAMILY MEMBER AND 



10 <130> FILE REFERENCE: 10448-046002 
C--> 12 <140> CURRENT APPLICATION NUMBER: US/09/846,512 
C--> 12 <141> CURRENT FILING DATE: 2001-05-01 

12 <150> PRIOR APPLICATION NUMBER: US 09/633,300 

13 <151> PRIOR FILING DATE: 2000-08-08 

15 <150> PRIOR APPLICATION NUMBER: US 60/200,621 

16 <151> PRIOR FILING DATE: 2000-04-28 
18 <160> NUMBER OF SEQ ID NOS : 13 

20 <170> SOFTWARE: FastSEQ for Windows Version 4.0 
• 22 <210> SEQ ID NO: 1 

23 <211> LENGTH: 2948 

24 <212> TYPE: DNA 

25 <213> ORGANISM: Homo sapiens 

27 <220> FEATURE: 

28 <221> NAME/KEY: CDS 

29 <222> LOCATION: ( 628 )...< 1986 ) 

31 <221> NAME/KEY: misc_f eature 

32 <222> LOCATION: (1)...(2948) 

33 <223> OTHER INFORMATION: n = A,T,C or G 
3 5 <4 00> SEQUENCE: 1 

W--> 36 aagagttgca tatcgcctcc catcaacaaa ctttccntgt atttccanac aatgtatttt 
37 gtttgtcaaa tccagttttc ttgtaaacat tggggggtaa ataacagagg tggcttatga 

3 8 gtatttcttc cagggtaaaa agcaaaagaa ttccggtttt ctgtatcctt ttcacttact 

39 gttacccact ttgcctcgtc ttcaccctgt ccaaacaccg gtctccaatt tgcccttcag 

40 agaacttaag tcaaggagag ttgaaattca caggccaggg cacatctttt atttatttca 

41 ttatgttggc caacagaact tgattgtaaa taataataaa gaaatctgtt atatactttc 

42 caaactccaa aaaaaaaccg gaattcagcc tggttaagtc caagctgaat tccgggtggg 

4 3 ggaaggaccg ggcaccggac ggctcgggta ctttcgttct taattaggtc atgcccgtat 
44 gagccaggaa agggctgtgt ttatgggaag ccagtaacac tgtggcctac tatctcttcc 
4 5 gtggtgccat ctacattttt gggactcggg aattatgagg tagaggtgga ggcggagccg 

46 gatgtcagag gtcctgaaat agtcacc atg ggg gaa aat gat ccg cct get gtt 

47 Met Gly Glu Asn Asp Pro Pro Ala Val 
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Gin 


Gly 


Asp 


Ser 


234 


385 










390 










395 






400 


235 


Gly 


Gly 


Pro 


Leu 


Val 


Cys 


Gin 


Glu 


Arg 


Arg 


Leu 


Trp 


Lys 


Leu 


Val 


Gly 


236 










405 










410 










415 
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237 Ala Thr Ser Phe Gly He Gly Cys Ala Glu Val 



238 



420 



425 



239 Tyr Thr Arg Val Thr Ser Phe Leu Asp Trp He 



240 



435 



440 



Asn Lys Pro Gly Val 
430 

His Glu Gin Met Glu 
445 



241 Arg Asp Leu Lys Thr 

242 450 

244 <210> SEQ ID NO: 3 

245 <211> LENGTH: 1362 

246 <212> TYPE: DNA 

24 7 <213> ORGANISM: Homo sapiens 
24 9 <400> SEQUENCE: 3 

250 atgggggaaa atgatccgcc tgctgttgaa gcccccttct 

251 cttgatgatt tgaaaataag tcctgttgca ccagatgcag 

252 ctgtcactgc tgccattgaa gttttttcca atcatcgtca 

253 ttagcactgg ccattggtct gggcatccac ttcgactgct 

254 tcatccttta agtgtatcga gctgatagct cgatgtgacg 

255 ggggaggacg agtaccgctg tgtccgggtg ggtggtcaga 

256 acagctgctt cgtggaagac catgtgctcc gatgactgga 

257 gcctgtgccc aactgggttt cccaagctat gtgagttcag 

258 ctggaggggc agttccggga ggagtttgtg tccatcgatc 

259 gtgactgcat tacaccactc agtatatgtg agggagggat 

260 accttgcagt gcacagcctg tggtcataga aggggctaca 

261 aacatgtcct tgctctcgca gtggccctgg caggccagcc 

262 ctgtgcgggg gctctgtcat cacgcccctg tggatcatca 

263 gacttgtacc tccccaagtc atggaccatc caggtgggtc 

264 ccagccccat cccacttggt ggagaagatt gtctaccaca 

265 ctgggcaatg acatcgccct tatgaagctg gccgggccac 

266 cagcctgtgt gcctgcccaa ctctgaagag aacttccccg 

267 tcaggatggg gggccacaga ggatggaggt gacgcctccc 

268 gtccctttga tttccaacaa gatctgcaac cacagggacg 

269 ccctccatgc tctgcgcggg ctacctgacg ggtggcgtgg 

270 ggggggcccc tggtgtgtca agagaggagg ctgtggaagt 

271 ggcatcggct gcgcagaggt gaacaagcct ggggtgtaca 

272 gactggatcc acgagcagat ggagagagac ctaaaaacct 

274 <210> SEQ ID NO: 4 

275 <211> LENGTH: 260 

276 <212> TYPE: PRT 

277 <213> ORGANISM: Artificial Sequence 

279 <220> FEATURE: 

280 <223> OTHER INFORMATION: consensus sequence 

282 <400> SEQUENCE: 4 

283 He Val Gly Gly Arg Glu Ala Gin Pro Gly Ser 

284 1 5 10 

285 Gin Val Ser Leu Gin Val Arg Ser Gly Gly Gly 



cattccgatc 
atgctgttgc 
ttgggatcat 
cagggaagta 
gagtctcgga 
atgccgtgct 
agggtcacta 
ataacctcag 
acctcttgcc 
gtgcctctgg 
gctcacgcat 
ttcagttcca 
ctgctgcaca 
tagtttccct 
gcaagtacaa 
tcacgttcaa 
atggaaaagt 
ctgtcctgaa 
tgtacggtgg 
acagctgcca 
tagtgggagc 
cccgtgtcac 
ga 



gctttttggc 
tgcacagatc 
tgcattgata 
cagatgtcgc 
ttgcaaagac 
ccaggtgttc 
cgcaaatgtt 
agtgagctcg 
agatgacaag 
ccacgtggtt 
cgtgggtgga 
gggctaccac 
ctgtgtttat 
gttggacaat 
gccaaagagg 
tgaaatgatc 
gtgctggacg 
ccacgcggcc 
catcatctcc 
gggggacagc 
gaccagcttt 
ctccttcctg 



286 



20 



25 



287 Cys Gly Gly Ser Leu He Ser Glu Asn Trp Val 



288 



35 



40 



289 Cys Val Ser Gly Ala Ala Ser Ala Pro Ala Ser 



290 



50. 



55 



Phe Gly Ser Pro Trp 
15 

Ser Arg Lys His Phe 
30 

Leu Thr Ala Ala His 
45 

Ser Val Arg Val Ser 
60 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1362 



Pleas Note: 

Use of n and/or Xaa have been det ct d in the Sequence Listing. Please review the 
Sequence Listing to ensure that a c responding explanation is pres nted in the <220> to 
<223> fields of each sequence which presents at least ne n or Xaa. 
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L:12 M:270 C: Current Application Number differs, Replaced Current Application No 

L:12 M:271 C": Current Filing Date differs, Replaced Current Filing Date 

L:36 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 1 

L:426 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 9 

L:450 M:341 W: (46) n n" or "Xaa" used, for SEQ IDft:10 

L:467 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:11 
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